Supplement 1. Comparison of the Conserved Gene between dixK, pid, dan 7165 rKNA ot C, uicerans
Supplement Iable TA. Nucleotide base Mutations ot dtxK gene ot C. uicerans

Mutation Position
General (1 clone) 2 Clone
66 69 84 114 138 141 162 222 225 240 246 264 273 283 300 309 321 336 354 366 372 375 399 426 432 441 444 447 453 462 476 480 492 495 501 513 537 543 552 555 565 582 592 608 615] 69 372 476 513
Strain G T CCTCcCTO CTATCACT CCACTC CAMACGT CGAGCT CTOE CTCTT CAGTT CACAAGGTT|IT G C T
dtxR type-1
C. uicerans FRUYY ..
C. uicerans 210931
C. uicerans Ub14b
C. uicerans U102
C. uicerans BR-ADZZ .
C. ulcerans 8UY A . A .
C. ulcerans 210932 A T C A T C
C. ulcerans 131001 A T C A T C
dtxR type-2
C. ulcerans 131002 A. AN T ACTT CGTS GTGAGTAGS GTACAAGAGTTCT C G C A T G T G G A A C GJ|.
C. uicerans FRU1T1 AACATACTT CGTS GT GAGTAGS GTACAAGAGTTCT C G C A T G T G G A A C G|C

Supplement Iable 1B. N

ucleotide base Mutations ot pid gene ot C. uicerans

Mutation Position

13 49 138 141 216 273 302 303 312 324 367 405 917 429 441 459 465 468 474 501 502 507 514 525 528 536 537 546 549 564 568 570 571 573 577 585 597 634 648 651 699 703 728 738 750 771 777 780 781 801 816 819 822 828 834 852 861 863 874 876

Strain G ¢ cc¢cTGAGATGSGTTS GG GTT CGTS GAACAATACGACAACGT CGTT CAACATAACACT CT CTTCTCGAAGA
C. ulcerans FRUOo s e e e e e e e e . .o .o e e e e . e e e

C. ulcerans 210931

C. ulcerans Uv146 . . . . .o e . . .o .o . .
C. uicerans U1UZ A A G A A AT C G G T A G G G T . A C A C . G C G T . G C A G
C. ulcerans BR-ADZz A . A G A C C c . . . . . G T A G . G T A . . G G C G T T T T G C A G
C. ulcerans 8UY A G G C A C c T T G CGT G T G A C A C G C G T . G C A G
C. ulcerans 210932 A G A C G T A G G A A C A C G C G T T T T G C A G
C. ulcerans 131001 . A G A C . . G T A G . G A A C A . C . G ¢ . 6T T T . T . G C A G
C. ulcerans 131002 .. . Co s c ¢ ¢ G T TGO CGT G T G C A G A G G T T G T cC T A G C A G
C. ulcerans FRU11 T AT C . . T . CZCA . C C Cc 6 T T G C G T G T G C A G G G T T G T cC T A G C A G

Supplement Iable 1C. N

ucleotide base Mutations ot 765 rKNA gene ot C. uicerans

Mutation Position

168 401 [4l5 47 1413
Strain G T T T
C. ulcerans FRCH3 G Ins
C. ulcerans 210931 . . . . Ins
C. ulcerans Ub146 A . . . Ins
C. ulcerans U102 .. . Ins
C. uicerans BR-ADZ2 . Del . G Ins
C. uicerans 8UY A .
C. ulcerans 210932 . Ins
C. uicerans 131001 A ..
C. ulcerans 131002 A . G
C. uicerans FRC11

A=Adenine, T=Thymine, G=Guanine, C=Cytosine, Del=Deletion, Ins=Insertion




Supplement 2. Comparison of the conserved Gene between dixK, pi/d, dan 765 rKNA of C. pseudotuberculosis
Supplement Iable ZA. Nucleotide base Mutations of dixK gene ot C. pseudotuberculosis

Mutation Position
dtxR gene pld gene 16S rRNA gene
Strain 280 374 444 543 552 615 13 17 24 42 66 82 83 84 93 120 189 252 258 309 423 430 465 474 513 566 592 613 649 655 770 771 774 789 809 810 829 859 907[121 170 439 670 1099 1315

AGGTTCGIG T CGAGTS GATATCTAGSGT CT CGAAATT CGAAATTGAG|T A C A C
C. pseudotuberculosis 267 CP003407.1 A e e e e e e e e e e e e
C. pseudotuberculosis 262 CP012022.1 .. .. .. ¢ . ... . . 66T CAGCG.C. . . . . . .CGGG. . . . o o o . .cC
C. pseudotuberculosis FRC41 CP002097.1 R e
C. pseudotuberculosis E19 CP012136.1 . . A . T AfTCAA. . . A. . 6GC.GA.T .AMNG.GAA. . .G.GC . .. . De
C. pseudotuberculosis C231 CP001829.1 e e e . . .
C. pseudotuberculosis 119 CP002251.1
C. pseudotuberculosis 1002 CP001809.2
C. pseudotuberculosis PAT10 CP002924.1
C. pseudotuberculosis 42/02-A CP003062.1
C. pseudotuberculosis 3/99-5 CP003152.1
C. pseudotuberculosis p54B96 CP003385.1 B e . .
C. pseudotuberculosis 48252 CP008922.1 I T
C. pseudotuberculosis Ft 2193/67 CP008924.1 B e . T
C. pseudotuberculosis 31 CP003421.2 C A T A|T C . A A G C G A . A G G C A G C . C Del
C. pseudotuberculosis MB30 CP013262.1 A T A|T C A A A G C G A T A G G A G G C Del
C. pseudotuberculosis MB11 CP013260.1 A T AT C A A A G C G A T A G G A G G C .. Del
C. pseudotuberculosis 258 CP003540.2 A T A|T C A A A G C G A T A G G A G G C C G Del
C. pseudotuberculosis 316 CP003077.1 A T A|T C A A A G C G A T A G G A G G C Del
C. pseudotuberculosis 1/06-A CP003082.1 A T A|T C A A A G C G A T A G G A G G C P
C. pseudotuberculosis CIP 52.97 CP003061.1 A T A|T C A A A G C G A T A G G A G G C C G Del
C. pseudotuberculosis MB14 CP013261.1 A T AT C A A . A G CcC . G A . T A G G A . G G C Del
C. pseudotuberculosis Cp162 CP003652.1 T A C A C G A T A G A G G T G
C. pseudotuberculosis E56 CP013699.1
C. pseudotuberculosis PO222/4-1 CP013698.1
C. pseudotuberculosis MEX25 CP013697.1
C. pseudotuberculosis PA01 CP013327.1
C. pseudotuberculosis N1 CP013146.1
C. pseudotuberculosis PO269-5 CP012695.1
C. pseudotuberculosis 29156 CP010795.1
C. pseudotuberculosis 12C CP011474.1
C. pseudotuberculosis 226 CP010889.1
C. pseudotuberculosis VD57 CP009927.1 B e . .
C. pseudotuberculosis CS 10 CP008923.1 T T
C. pseudotuberculosis 1002B CP012837.1 T
C. pseudotuberculosis MB66 CP013263.1 . . A . T AfT CAA. . . A. . G6GC.GA.T .ANG.CG.A. . . GG.GC . .|. . De
A=Adenine, T=Thymine, G=Guanine, C=Cytosine, Del=Deletion, Ins=Insertion




